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Community structure of arbuscular mycorrhizal fungi in roots of subsequent soybean
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Table 1. Cultivation summary of cropping systems. Div

2008, P=0.09 ns 2009, P =0.009 **
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DNA analysis o M * * M g:g; + + N + Fig. 3. Redundancy analysis (RDA) plot of AM fungal communites in the roots of soybean after the cultivation of various winter crops  in 2008
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AMF libraries of LSU rDNA genes were established.

5) In this study, about 90 sequence samples were analyzed in each clone library. The rarefaction
curves on the basis of analyzed sequence numbers in each clone library almost reached a plateau
(Data is not shown).

2) The number of phylotype in soybean roots was not difference among various
winter crops, but Glomus was dominant in roots of soybean regardless of

winter crops.

4. Conclusion

In the present study, choice of winter crop has the potential to change the community
structure of AM fungal communities in the roots of soybean.

We will continue to examine the impacts of crop rotation on AM fungal community
and their dynamics to determine if a correlation exists between the crop growth and

specific AMF community.




