An Evaluation of Host Adaptation and Detection Methods for Sclerotinia homoeocarpa, the pathogen causing Dollar Spot of Turfgrass
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Overall Goals
The purpose of this research Is to:

Molecular detection

ITS species-specific primers Detection
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1. Develop a molecular detection method for Sclerotinia
homoeocarpa using conventional and quantitative PCR

2. Evaluate the genetic diversity of isolates of S. homoeocarpa in
North America

3. Evaluate the ability of isolates from C3 and C4 turfgrasses to
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cuniculi; Rutstroemia sp.; empty lane; negative control; empty lane; S. homoeocarpa S-
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