Evaluatlon and Expression Analysis of Alfalfa Genotypes in Response to Prolonged Salt Stress
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different mechanisms of salt tolerance in leaves and roots of 12 alfalfa genotypes. C, Control; T,

G0l GO02 GO3 GO4 GOS GO6 GO7 GOs GO9 G10 Gll Gl2 Treatment (salt); GO1 to G12, 12 alfalfa genotypes. The identified genes were classified into five

Genotypes _ groups based on their different mechanisms of salt tolerance and their involvement in: 1) Na

Figure 2. Accumulated shoot biomass per plant of twelve alfalfa genotypes. 0 | | efflux from root to soil. 1) Sequestration of Na in vacuoles. 1ii) Retrieval of Na from xylem. iv)

Different genotypes vary significantly for their performance under salinity. 600 Antioxidants and organic solutes. v) Signal Transduction. Genotypes G02, G03, G08, G10 and
B) G12 showed significant upregulation of several genes under salinity vs. control. This analysis
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Genotypes twelve alfalfa genotypes under salinity. On average, shoot K concentration

Figure 4. Shoot height (A) and shoots per plant (B) of twelve alfalfa genotypes. decreased by 24.1 % compared to control. GO9 maintained the highest level

Salinity decreased the shoot height In different genotypes from 12 % to 34 % of K and showed the least (15.1 %) decrease in K. Plants under salinity

compared to control. Under salinity stress, GO3 had no decrease in biomass, was the showed significant reduction in average shoot Ca (-17.2 %). G10 had the QR Code
tallest , and had increased shoot number, while G10 showed the least salinity effect highest Ca concentration (400 mmol kgt) under salinity. There was little

on height and minimal decrease (~5%) in shoot number. G09, the lowest in biomass effect of salinity on total-S (-6 %). The highest S concentrations were UID: 100150
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