A prokaryote like protein (TonB-dependent receptor/protein) is
associated with nickel resistance in white birch (Betula papyrifera)
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- White birch (Betula papyrifera) seeds were collected from a Figure 1. Quantitative gPCR measurement of the expression of the TonB-dependent family receptor (TR99219Ic0_g1) in -  The TonB-dependent receptor appears to be exclusive to the
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site has been contaminated with metals for > 100 years. Six
month seedlings were treated with nickel nitrate as
described Iin Theriault et al., (2016). Gene expression In a
genotypes resistant and susceptible to a soil nickel
concentration of 1,600 mg/kg was analyzed in details.
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sequencing, and De Novo Transcripts Assembly are Refere“ces
described in Theriault et al., (2016). The raw reads were
mapped to Trinity assembled transcripts using bowtie and
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Log2FC from the pairwise comparison were ranked (Tables
1 and 2).



