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* After rice, wheat 1s the second most important | Variability was observed among the lines for their phenotypic traits as well | 0.8-
cereal crop in Bangladesh with annual demand | as yield and yield components across the trials. Selection was completed
of 4 million metric tons (mmt) outpacing a on the basis of grain yield and related traits. 0.6~
production of 1.3 mmt. -
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* For each degree C increase 1n night time

temperatures, thousand kernel weight 1s reduced N 0.2-
by 3% and grain yield by 4%.
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Fig 1: Area, production, and average vield of wheat in Fig 3: Violinplot showing distribution of NDVI values at different growth stages ‘
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Current wheat breeding in Bangladesh S ol ol lie R -

 Completely conventional breeding. 3 x x x x x = @ @
* Narrow genetic base. S ’ ¢ ‘
* High-throughput phenotyping not available. ) - ol el el el e
* Genomic selection has never been tried.. e ' x X .
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My research objectives Fig 4: Violinplot showing distribution of CT values at different growth stages Fig 11: Correlation among different traits. X=non-significant

* Introduce high-throughput phenotyping (HTP)
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» A set of 600 spring wheat lines were evaluated | FgS: Broad-sense heritability of NDVI Fig 6: Broad-sense heritability of CT| o SR o0 2B T30 35 40
using alpha lattice design 1n ten yield trials in O ®® x X x X x BLUP values
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selected lines will be further tested 1n the national
Fig 7: Correlations of NDVI and grain yield. Fig 8: Correlations of CT and grain yield. | wheat breeding program. The ftrials will be
X=non-insignificant X=non-significant repeated for two more seasons. Then GWAS will
be run to i1dentify heat tolerant QTLs. High
Fig 2: Sensors and tools used for data collection ) Days to heading § Days to maturity ) Plant height throughput phenotyping and genomic selection
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Phenotypic trait evaluation - So £g. will accelerate the national wheat breeding
» Utilized the HTP Phenocart platform. 5 5 5 program 1n Bangladesh.
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» Data were analyzed using the R program and &f for Agtcultural Research
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