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Methods and Materials Figure 1. Field plot images showing weekly disease progression on four bentgrass Figure 4. Temporal dynamics of Clarireedia DNA copies and corresponding disease
cultivars (top left: Musket, top right: 007XL, bottom left: Oakley, and bottom right: symptoms across four bentgrass cultivars: 007XL, Musket, Oakley, and Peenncross.

DNA copy number (black bars) represents the quantification of Clarireedia using
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fairway trial at the University of Maryland.

* Three creeping bentgrass cultivars—'007XL", N
'Penncross’, and 'Oakley'—along with the SR LN
colonial bentgrass cultivar 'Musket' were

« The correlation analysis (r=0.857 and R2=0.719)
suggests that Clarireedia DNA copy number
significantly predicts disease severity.

Figure 2. Melt curve (left) and melt peak (right) analysis of qPCR products of 12
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collection and imaging of the plots.

Figure 3. Scatter plot between Clarireedia DNA and percent disease symptoms.
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